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Figure A1 Placement of bags with plant biomass between two soil layers in the trial box 

 

Table A1 One-way (A) and two-way ANOVA (B) and ETA squared part test (C) 

Table A - One-way ANOVA of plant properties  

Response: C Response: N 

 Df Sum Sq Mean Sq 
F 

value 
Pr(>F)   Df Sum Sq Mean Sq 

F 

value 
Pr(>F)  

Variants 5 92.5 18.5 126.3 < 2∙10-16 *** Variants 5 17.2 3.43 498.3 < 2∙10-16 
**
* 

/Residue

s? 48 7.0 0.1       
Residual

s 48 0.3 0.01       

Response: Ash Response: CH 

 Df Sum Sq Mean Sq 
F 

value 
Pr(>F)   Df Sum Sq Mean Sq 

F 

value 
Pr(>F)  

Variants 5 332.0 66.4 482.9 < 2∙10-16 *** Variants 5 3660.2 732.0 5259 < 2∙10-16 
**

* 

Residual
s 48 6.6 0.1    

Residual
s 48 6.7 0.1    

Response: fat Response: NDF 

 Df Sum Sq Mean Sq 
F 

value 
Pr(>F)   Df Sum Sq Mean Sq 

F 

value 
Pr(>F)  

Variants 5 36.4 7.28 1221 < 2∙10-16 *** Variants 5 1281 256 255 < 2∙10-16 
**

* 

Residual
s 48 0.3 0.01    

Residual
s 48 48 1    

Response: CEL Response: ADF 

 Df Sum Sq Mean Sq 
F 

value 
Pr(>F)   Df Sum Sq Mean Sq 

F 
value 

Pr(>F)  

Variants 5 1576 315.2 466 < 2∙10-16 *** Variants 5 1537 307.4 1133 < 2∙10-16 
**

* 
Residual

s 48 33 0.7    
Residual

s 48 13 0.3    

Response: ADL Response: CF 

 Df Sum Sq Mean Sq 
F 

value 
Pr(>F)   Df Sum Sq Mean Sq 

F 

value 
Pr(>F)  

Variants 5 33.0 6.6 49 < 2∙10-16 *** Variants 5 631 126.3 393 < 2∙10-16 
**
* 

Residual

s 48 6.5 0.1    
Residual

s 48 15 0.3    

Response: HCEL Response: NC 

 Df Sum Sq Mean Sq 
F 

value 
Pr(>F)   Df Sum Sq Mean Sq 

F 

value 
Pr(>F)  

Variants 5 1494 298.7 390 < 2∙10-16 *** Variants 5 668.0 133.6 505 < 2∙10-16 
**
* 

Residual 48 37 0.8    Residual 48 12.7 0.3    



s s 
 

Table B - Two-way ANOVA of residual plant biomass and soil properties 

Response: RB Response: TC 

 Df Sum Sq Mean Sq F value Pr(>F)   Df Sum Sq Mean Sq 
F 

value 
Pr(>F)  

Variants 5 60.0 12.0 117.4 < 2∙10-16 *** Variants 5 0.05 0.010 15.6 4∙10-8 *** 

WA 2 0.2 0.1 1.0 0.38  WA 2 0.03 0.016 25.4 1∙10-7 *** 
Variants:WA 10 4.2 0.4 4.1 9∙10-4 *** Variants:WA 10 0.04 0.004 6.7 1∙10-5 *** 

Residuals 36 3.7 0.1    Residuals 36 0.02 0.001   *** 

Response: TC Response: C:N 

 Df Sum Sq Mean Sq F value Pr(>F)   Df Sum Sq Mean Sq 
F 

value 
Pr(>F)  

Variants 5 2∙10-3 4∙10-4 67.8 < 2∙10-16 *** Variants 5 2.78 0.56 28.8 1∙10-11 *** 
WA 2 7∙10-4 4∙10-4 60.7 3∙10-12 *** WA 2 0.25 0.12 6.4 4∙10-3 *** 

Variants:WA 10 3∙10-4 3∙10-5 5.5 7∙10-5 *** Variants:WA 10 0.49 0.05 2.6 2∙10-2 *** 

Residuals 36 2∙10-4 6∙10-6    Residuals 36 0.70 0.02    

Response: DHA Response: GLU 

 Df Sum Sq Mean Sq F value Pr(>F)   Df Sum Sq Mean Sq 
F 

value 
Pr(>F)  

Variants 5 55.7 11.1 53.7 < 2∙10-16 *** Variants 5 2398 479.7 48.6 < 2∙10-16 *** 
WA 2 285.4 142.7 687.3 < 2∙10-16 *** WA 2 1837 918.4 93.1 < 2∙10-16 *** 

Variants:WA 10 134.2 13.4 64.6 < 2∙10-16 *** Variants:WA 10 470 47.0 4.8 2∙10-6 *** 

Residuals 41
4 

86.0 0.2    Residuals 306 3019 9.9    

Response: NAG Response: Ure 

 Df Sum Sq Mean Sq F value Pr(>F)   Df Sum Sq Mean Sq 
F 

value 
Pr(>F)  

Variants 5 406.1 81.2 132.2 < 2∙10-16 *** Variants 5 255.2 51.0 18.2 8∙10-16 *** 

WA 2 264.3 132.2 215.2 < 2∙10-16 *** WA 2 163.3 81.6 29.2 3∙10-12 *** 

Variants:WA 10 129.1 12.9 21.0 < 2∙10-16 *** Variants:WA 10 202.6 20.3 7.2 3∙10-10 *** 

Residuals 30

6 
188.0 0.6    Residuals 306 856.9 2.8    

Response: Phos Response: ARS 

 Df Sum Sq Mean Sq F value Pr(>F)   Df Sum Sq Mean Sq 
F 

value 
Pr(>F)  

Variants 5 1516 303 15.6 1∙10-13 *** Variants 5 41.4 8.3 14.0 3∙10-12 *** 

WA 2 4046 2023 104.0 < 2∙10-16 *** WA 2 397.6 198.8 336.4 < 2∙10-16 *** 
Variants:WA 10 2104 210 10.8 1∙10-15 *** Variants:WA 10 46.5 4.6 7.9 3∙10-11 *** 

Residuals 30

6 
5955 19    Residuals 306 180.8 0.6    

Response: C acquisition ratio Response: N acquisition ratio 

 Df Sum Sq Mean Sq F value Pr(>F)   Df Sum Sq Mean Sq 
F 

value 
Pr(>F)  

Variants 5 0.002 0.000 4.7 3∙10-4 *** Variants 5 0.06 0.011 24.4 < 2∙10-16 *** 
WA 2 0.006 0.003 37.3 3∙10-15 *** WA 2 0.03 0.016 33.3 8∙10-14 *** 

Variants:WA 10 0.006 0.001 6.7 2∙10-9 *** Variants:WA 10 0.04 0.004 9.1 3∙10-13 *** 

Residuals 30
6 

0.026 0.000    Residuals 306 0.14 0.000    

Response: Vector Response: Angle 

 Df Sum Sq Mean Sq F value Pr(>F)   Df Sum Sq Mean Sq 
F 

value 
Pr(>F)  

Variants 5 0.05 0.009 4.7 4∙10-4 *** Variants 5 133.8 26.8 20.9 < 2∙10-16 *** 

WA 2 0.12 0.060 30.8 7∙10-13 *** WA 2 62.5 31.2 24.4 2∙10-10 *** 

Variants:WA 10 0.09 0.009 4.8 2∙10-6 *** Variants:WA 10 117.3 11.7 9.2 3∙10-13 *** 

Residuals 30

6 
0.60 0.002    Residuals 306 392.2 1.3    

Response: 16S rDNA Response: 18S rDNA 

 Df Sum Sq Mean Sq F value Pr(>F)   Df Sum Sq Mean Sq 
F 

value 
Pr(>F)  

Variants 5 1∙1025 3∙1024 182 < 2∙10-16 *** Variants 5 4∙1019 8∙1018 27.1 < 2∙10-16 *** 

WA 2 1∙1025 5∙1024 332 < 2∙10-16 *** WA 2 4∙1019 2∙1019 68.8 < 2∙10-16 *** 
Variants:WA 10 5∙1024 5∙1023 35 < 2∙10-16 *** Variants:WA 10 4∙1019 4∙1018 13.3 < 2∙10-16 *** 

Residuals 19
8 

3∙1024 1∙1022    Residuals 198 6∙1019 3∙1017    

 

 

Table C - ETA squared part test of both plant and soil properties  

Response: C Response: N 

 eta.sq eta.sq.part      
eta.s

q 
eta.sq.part     

Variants 0.93 0.93         Variants 0.98 0.98         



Response: Ash Response: CH 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.98 0.98         Variants 1.00 1.00         

Response: fat Response: NDF 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.99 0.99         Variants 0.96 0.96         

Response: CEL Response: ADF 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.98 0.98         Variants 0.99 0.99         

Response: ADL Response: CF 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.84 0.84         Variants 0.98 0.98         

Response: HCEL Response: NC 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.98 0.98         Variants 0.98 0.98         

Response: RB Response: TC 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.88 0.94     Variants 0.34 0.68     

WA 0.00 0.05     WA 0.22 0.59     
Variants:WA 0.06 0.53         Variants:WA 0.29 0.65         

Response: TC Response: C:N 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.62 0.90     Variants 0.66 0.80     

WA 0.22 0.77     WA 0.06 0.26     

Variants:WA 0.10 0.60         Variants:WA 0.12 0.42         

Response: DHA Response: GLU 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.10 0.39     Variants 0.31 0.44     
WA 0.51 0.77     WA 0.24 0.38     

Variants:WA 0.24 0.61         Variants:WA 0.06 0.13         

Response: NAG Response: Ure 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.41 0.68     Variants 0.17 0.23     
WA 0.27 0.58     WA 0.11 0.16     

Variants:WA 0.13 0.41         Variants:WA 0.14 0.19         

Response: Phos Response: ARS 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.11 0.20     Variants 0.06 0.19     

WA 0.30 0.40     WA 0.60 0.69     
Variants:WA 0.15 0.26         Variants:WA 0.07 0.20         

Response: C acquisition ratio Response: N acquisition ratio 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.05 0.07     Variants 0.21 0.28     

WA 0.16 0.20     WA 0.11 0.18     

Variants:WA 0.14 0.18         Variants:WA 0.16 0.23         

Response: Vector Response: Angle 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.05 0.07     Variants 0.19 0.25     
WA 0.14 0.17     WA 0.09 0.14     

Variants:WA 0.11 0.14         Variants:WA 0.17 0.23         

Response: 16S rDNA Response: 18S rDNA 

  eta.sq eta.sq.part           
eta.s

q 
eta.sq.part         

Variants 0.43 0.82     Variants 0.22 0.41     

WA 0.31 0.77     WA 0.23 0.41     
Variants:WA 0.16 0.64         Variants:WA 0.22 0.40         

Table A2 Qualitative properties of plant biomass at the start of experiment 

 

 



Table A2 Soil properties in variants with various crop biomass and variably wetting agents-treated at the end of trial 

TC %         TN %         

Variant mean   STD 

one-way 

ANOV

A 

% 
change 

compare

d to 
Control 

Variant       

one-way 

ANOV

A 

% change 

compared 

to Control 

Cont 1.243 ± 0.02 cde   Cont 0.127 ± 0.002 k  

nW+Ec 1.337 ± 0.003 ab 8% nW+Ec 0.146 ± 0.002 bcde 15% 

nW+P 1.251 ± 0.015 cde 1% nW+P 0.142 ± 0.004 cdef 12% 
nW+Ph 1.315 ± 0.022 bc 6% nW+Ph 0.139 ± 0.002 efghi 9% 

nW+S 1.243 ± 0.018 cde 0% nW+S 0.131 ± 0.001 jk 3% 
nW+Sa 1.235 ± 0.023 de -1% nW+Sa 0.137 ± 0.002 fghij 8% 

nW+W

m 
1.247 ± 0.004 

cde 
0% 

nW+W

m 
0.134 ± 0.003 

ghijk 
5% 

W1+Ec 1.339 ± 0.007 ab 8% W1+Ec 0.151 ± 0.001 ab 19% 

W1+P 1.397 ± 0.03 a 12% W1+P 0.157 ± 0.005 a 24% 

W1+Ph 1.282 ± 0.011 bcde 3% W1+Ph 0.139 ± 0.002 efgh 9% 
W1+S 1.281 ± 0.023 bcde 3% W1+S 0.137 ± 0.003 fghij 7% 

W1+Sa 1.357 ± 0.005 ab 9% W1+Sa 0.148 ± 0.002 bcd 17% 

W1+W
m 

1.257 ± 0.011 
cde 

1% 
W1+W
m 

0.137 ± 0.001 
fghij 

8% 

W2+Ec 1.285 ± 0.027 bcde 3% W2+Ec 0.141 ± 0.002 defg 11% 

W2+P 1.311 ± 0.033 bcd 5% W2+P 0.15 ± 0.003 abc 18% 
W2+Ph 1.283 ± 0.051 bcde 3% W2+Ph 0.133 ± 0.002 hijk 5% 

W2+S 1.251 ± 0.053 cde 1% W2+S 0.131 ± 0.004 ijk 3% 

W2+Sa 1.242 ± 0.028 cde 0% W2+Sa 0.133 ± 0.003 hijk 4% 
W2+W

m 
1.209 ± 0.018 

e 
-3% 

W2+W

m 
0.131 ± 0.001 

jk 
3% 

C:N           DHA 
µg TPF∙g-1∙h-

1 
      

Variant       

one-way 

ANOV

A 

% 

change 

compare

d to 

Control 

Variant       

one-way 

ANOV

A 

% change 

compared 

to Control 

Cont 9.788 ± 0.116 a   Cont 5.818 ± 0.524 h  
nW+Ec 9.19 ± 0.074 cdefgh -6% nW+Ec 6.512 ± 0.088 fg 12% 

nW+P 8.81 ± 0.146 gh -10% nW+P 5.522 ± 0.235 hi -5% 

nW+Ph 9.494 ± 0.056 abcd -3% nW+Ph 6.32 ± 0.475 g 9% 
nW+S 9.521 ± 0.098 abcd -3% nW+S 7.22 ± 0.294 bc 24% 

nW+Sa 9.015 ± 0.296 efgh -8% nW+Sa 6.949 ± 0.349 cdef 19% 

nW+W
m 

9.341 ± 0.201 
bcde 

-5% 
nW+W
m 

6.715 ± 0.117 
defg 

15% 

W1+Ec 8.868 ± 0.105 fgh -9% W1+Ec 7.49 ± 0.716 b 29% 

W1+P 8.898 ± 0.095 fgh -9% W1+P 8.142 ± 0.372 a 40% 
W1+Ph 9.222 ± 0.208 bcdefg -6% W1+Ph 6.996 ± 1.109 cde 20% 

W1+S 9.385 ± 0.003 abcde -4% W1+S 7.304 ± 0.169 bc 26% 

W1+Sa 9.17 ± 0.09 cdefgh -6% W1+Sa 6.697 ± 1.002 efg 15% 
W1+W

m 
9.175 ± 0.013 

cdefgh 
-6% 

W1+W

m 
8.366 ± 0.381 

a 
44% 

W2+Ec 9.109 ± 0.059 defgh -7% W2+Ec 4.733 ± 0.116 k -19% 

W2+P 8.768 ± 0.074 h -10% W2+P 5.32 ± 0.264 ij -9% 

W2+Ph 9.643 ± 0.238 ab -1% W2+Ph 5.841 ± 0.157 h 0% 

W2+S 9.546 ± 0.113 abc -2% W2+S 7.176 ± 0.136 bcd 23% 
W2+Sa 9.369 ± 0.031 abcde -4% W2+Sa 4.959 ± 0.09 jk -15% 

W2+W

m 
9.261 ± 0.17 

bcdef 
-5% 

W2+W

m 
5.023 ± 0.183 

jk 
-14% 

GLU nmol PNP∙g-1∙min-1     NAG nmol PNP∙g-1∙min-1     

Variant       
one-way 
ANOV

A 

% 

change 
compare

d to 

Control 

Variant       
one-way 
ANOV

A 

% change 
compared 

to Control 

Cont 31.211 ± 3.422 fgh   Cont 3.351 ± 0.672 j  

nW+Ec 37.01 ± 4.243 bcd 19% nW+Ec 6.615 ± 0.829 c 97% 

nW+P 41.275 ± 2.241 a 32% nW+P 6.317 ± 0.906 cd 88% 
nW+Ph 33.971 ± 2.855 cdef 9% nW+Ph 4.564 ± 0.394 ghi 36% 

nW+S 30.913 ± 2.574 fgh -1% nW+S 3.797 ± 0.447 ij 13% 

nW+Sa 37.553 ± 3.2 abc 20% nW+Sa 5.565 ± 0.904 def 66% 

nW+W

m 
31.418 ± 2.948 

efgh 
1% 

nW+W

m 
4.817 ± 0.482 

fgh 
44% 

W1+Ec 35.176 ± 3.325 cd 13% W1+Ec 7.594 ± 0.968 b 127% 
W1+P 40.046 ± 4.602 ab 28% W1+P 10.138 ± 1.201 a 203% 



W1+Ph 35.012 ± 3.046 cde 12% W1+Ph 5.344 ± 0.848 efg 59% 

W1+S 28.958 ± 3.703 h -7% W1+S 4.36 ± 0.546 hi 30% 
W1+Sa 35.638 ± 3.675 cd 14% W1+Sa 8.227 ± 1.497 b 145% 

W1+W

m 
33.865 ± 2.892 

cdef 
9% 

W1+W

m 
6.398 ± 0.616 

cd 
91% 

W2+Ec 29.971 ± 2.412 gh -4% W2+Ec 4.926 ± 0.542 fgh 47% 

W2+P 33.454 ± 2.686 defg 7% W2+P 5.91 ± 0.938 cde 76% 

W2+Ph 28.551 ± 2.301 h -9% W2+Ph 4.477 ± 0.502 ghi 34% 
W2+S 28.798 ± 3.583 h -8% W2+S 4.254 ± 0.471 hij 27% 

W2+Sa 30.286 ± 2.434 fgh -3% W2+Sa 5.532 ± 0.522 def 65% 

W2+W
m 

29.2 ± 2.578 
h 

-6% 
W2+W
m 

4.608 ± 0.455 
ghi 

37% 

Ure nmol NH3∙g
-1∙min-1     Phos nmol PNP∙g-1∙min-1     

Variant       

one-way 

ANOV

A 

% 
change 

compare

d to 
Control 

Variant       

one-way 

ANOV

A 

% change 

compared 

to Control 

Cont 10.876 ± 1.612 ef   Cont 49.541 ± 2.897 def  

nW+Ec 11.752 ± 1.342 de 8% nW+Ec 50.819 ± 3.779 cde 3% 

nW+P 12.211 ± 1.797 cde 12% nW+P 57.666 ± 3.816 a 16% 
nW+Ph 15.014 ± 2.359 a 38% nW+Ph 47.541 ± 3.714 defg -4% 

nW+S 12.036 ± 1.397 de 11% nW+S 47.987 ± 6.061 defg -3% 

nW+Sa 12.688 ± 2.158 bcde 17% nW+Sa 55.318 ± 3.213 abc 12% 
nW+W

m 
11.546 ± 0.927 

de 
6% 

nW+W

m 
47.405 ± 2.523 

defg 
-4% 

W1+Ec 14.1 ± 1.531 abc 30% W1+Ec 54.855 ± 5.795 abc 11% 
W1+P 14.776 ± 1.449 a 36% W1+P 56.695 ± 4.459 ab 14% 

W1+Ph 14.571 ± 1.696 ab 34% W1+Ph 48.806 ± 5.845 def -1% 

W1+S 13.435 ± 2.734 abcd 24% W1+S 47.653 ± 5.277 defg -4% 
W1+Sa 11.824 ± 2.068 de 9% W1+Sa 55.814 ± 5.849 abc 13% 

W1+W

m 
12.002 ± 1.097 

de 
10% 

W1+W

m 
52.147 ± 3.281 

bcd 
5% 

W2+Ec 11.022 ± 1.071 ef 1% W2+Ec 41.003 ± 5.688 h -17% 

W2+P 12.786 ± 1.801 bcde 18% W2+P 44.724 ± 2.325 fgh -10% 

W2+Ph 11.962 ± 0.864 de 10% W2+Ph 43.437 ± 3.803 gh -12% 

W2+S 12.01 ± 0.967 de 10% W2+S 48.133 ± 2.506 defg -3% 

W2+Sa 13.11 ± 2.311 abcd 21% W2+Sa 43.176 ± 5.574 gh -13% 
W2+W

m 
9.388 ± 0.81 

f 
-14% 

W2+W

m 
46.621 ± 2.047 

efg 
-6% 

ARS nmol PNP∙g-1∙min-1     Cacq.           

Variant       

one-way 

ANOV

A 

% 
change 

compare

d to 
Control 

Variant       

one-way 

ANOV

A 

% change 

compared 

to Control 

Cont 6.791 ± 0.45 hi   Cont 0.917 ± 0.009 a  

nW+Ec 8.665 ± 0.616 def 28% nW+Ec 0.914 ± 0.009 ab 0% 
nW+P 8.722 ± 0.681 cdef 28% nW+P 0.92 ± 0.008 a 0% 

nW+Ph 8.823 ± 0.556 bcde 30% nW+Ph 0.903 ± 0.012 cdefg -2% 

nW+S 7.873 ± 0.612 fg 16% nW+S 0.913 ± 0.007 abc 0% 
nW+Sa 8.577 ± 0.625 def 26% nW+Sa 0.917 ± 0.008 a 0% 

nW+W

m 
7.975 ± 0.481 

efg 
17% 

nW+W

m 
0.91 ± 0.007 

abcde 
-1% 

W1+Ec 9.13 ± 1.03 abcd 34% W1+Ec 0.901 ± 0.006 defg -2% 

W1+P 10.008 ± 0.969 a 47% W1+P 0.902 ± 0.01 cdefg -2% 

W1+Ph 8.859 ± 0.556 bcde 30% W1+Ph 0.906 ± 0.008 bcdef -1% 
W1+S 7.549 ± 0.838 gh 11% W1+S 0.899 ± 0.018 fg -2% 

W1+Sa 9.585 ± 1.648 abc 41% W1+Sa 0.906 ± 0.007 bcdef -1% 

W1+W
m 

9.631 ± 0.948 
ab 

42% 
W1+W
m 

0.911 ± 0.009 
abcd 

-1% 

W2+Ec 6.178 ± 0.701 i -9% W2+Ec 0.903 ± 0.008 cdefg -2% 

W2+P 6.611 ± 0.39 i -3% W2+P 0.903 ± 0.008 cdefg -2% 
W2+Ph 6.854 ± 0.431 hi 1% W2+Ph 0.9 ± 0.009 efg -2% 

W2+S 6.474 ± 0.494 i -5% W2+S 0.905 ± 0.007 bcdef -1% 

W2+Sa 6.477 ± 0.544 i -5% W2+Sa 0.894 ± 0.011 g -3% 
W2+W

m 
6.466 ± 0.702 

i 
-5% 

W2+W

m 
0.911 ± 0.007 

abcd 
-1% 

Nacq.           Vector           

Variant       

one-way 

ANOV
A 

% 

change 

compare
d to 

Control 

Variant       

one-way 

ANOV
A 

% change 

compared 
to Control 

Cont 0.638 ± 0.019 f   Cont 1.647 ± 0.051 a  



nW+Ec 0.686 ± 0.026 bcd 8% nW+Ec 1.616 ± 0.041 abc -2% 

nW+P 0.673 ± 0.019 cd 6% nW+P 1.626 ± 0.05 ab -1% 
nW+Ph 0.706 ± 0.024 ab 11% nW+Ph 1.572 ± 0.048 cdef -5% 

nW+S 0.665 ± 0.03 de 4% nW+S 1.623 ± 0.04 abc -1% 

nW+Sa 0.674 ± 0.027 cd 6% nW+Sa 1.617 ± 0.044 abc -2% 
nW+W

m 
0.672 ± 0.015 

cd 
5% 

nW+W

m 
1.609 ± 0.038 

abcd 
-2% 

W1+Ec 0.709 ± 0.017 ab 11% W1+Ec 1.54 ± 0.023 f -7% 
W1+P 0.73 ± 0.014 a 15% W1+P 1.541 ± 0.039 f -6% 

W1+Ph 0.707 ± 0.022 ab 11% W1+Ph 1.58 ± 0.04 bcdef -4% 

W1+S 0.686 ± 0.036 bcd 8% W1+S 1.562 ± 0.076 def -5% 
W1+Sa 0.692 ± 0.019 bc 8% W1+Sa 1.56 ± 0.037 def -5% 

W1+W

m 
0.684 ± 0.017 

bcd 
7% 

W1+W

m 
1.597 ± 0.045 

abcde 
-3% 

W2+Ec 0.686 ± 0.017 bcd 8% W2+Ec 1.599 ± 0.043 abcde -3% 

W2+P 0.704 ± 0.026 b 10% W2+P 1.581 ± 0.039 bcdef -4% 

W2+Ph 0.684 ± 0.011 bcd 7% W2+Ph 1.575 ± 0.048 bcdef -4% 
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Properties: total carbon (TC), total nitrogen (TN), carbon to nitrogen ratio (C:N), dehydrogenase (DHA), β-glucosidase (GLU), N-acetyl-β-

D-glucosaminidase (NAG), urease (Ure), phosphatase (Phos), arylsulfatase (ARS), carbon acquisition ratio (Cacq.), nitrogen acquisition ratio 

(Nacq.), C limitation index (Vector), N/P limitation index (Angle), bacterial biomass (16S rDNA), fungal biomass (18S rDNA); displayed 

are means (n = 3) ± standard deviation (STD);  letters express differences among variants (in dependence on crop type and treatment with 

wetting agents) calculated by one-way ANOVA and Tukey’s HSD posthoc test at a significance level p ≤ 0.05. 

Table A3 Qualitative properties of plant biomass at the start of experiment 

 ADF (% DM) ADL (% DM) CF (% DM) HCEL (% DM) NC (% DM) 

Variant mean ± SEM Tu t. mean ± SEM Tu t. mean ± SEM Tu t. mean ± SEM Tu t. mean ± SEM Tu t. 

Ec 20.77 ± 0.24 e 5.61 ± 0.1 ab 14.71 ± 0.16 e 18.3 ± 0.34 a 24.37 ± 0.22 a 

P 37.8 ± 0.41 a 5.86 ± 0.2 a 24.91 ± 0.19 a 6.43 ± 0.29 c 18.58 ± 0.28 c 

Ph 25.54 ± 0.02 d 4.54 ± 0.2 c 19.1 ± 0.26 c 12.07 ± 0.3 b 14.65 ± 0.41 d 

S 31.05 ± 0.47 b 3.53 ± 0.2 d 15.21 ± 0.63 e 4.39 ± 0.79 d 15.23 ± 0.19 d 

Sa 25.77 ± 0.22 d 5.16 ± 0.29 b 18.13 ± 0.17 d 4.64 ± 0.78 d 21.65 ± 0.34 b 

Wm 26.53 ± 0.23 c 5.4 ± 0.25 ab 20.43 ± 0.29 b 3.88 ± 0.1 d 21.38 ± 0.29 b 

Properties: acid detergent fibre (ADF), acid detergent lignin (ADL), crude fibre (CF), hemicellulose (HCEL), nitrous compounds (NC); 

displayed are means (n = 3) ± standard error of mean (SEM) and differences (expressed by letters) were calculated by Tukey’s HSD posthoc 

test (Tu. t.) at a significance level p ≤ 0.05. 



 

Figure A2 Principal component analysis (PCA; A, B) and Pearson’s correlation (C) in the soil at the end of pot trial. PCA analyses of the 
relationship and differences among the variant discriminated by the factors “Variants” (A) and “WA” (B); Pearson’s correlation displays 

correlation coefficients (r) calculated at a statistical significance level of (according to the symbol): ˙ p ≤ 0.1, * p ≤ 0.05, ** p ≤ 0.01, *** p ≤ 

0.001. 

 


